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Species Gene Symbol Gene ID GenBank Accession Transcript
Human CDC45 8318 BC006232 NM_003504
About the gene

Official Symbol CDC45
Previous Symbol CDC45L2|CDC45L
Official Full Name | cell division cycle 45

Synonyms -

Location 22ql11.21
Gene Type protein-coding gene
Uniprot ID 075419

Pathway/Library Cell Cycle Pathway Genes Library

The protein encoded by this gene was identified by its strong similarity with Saccharomyces cerevisiae
Cdc45, an essential protein required to the initiation of DNA replication. Cdc45 is a member of the highly
conserved multiprotein complex including Cdc6/Cdcl8, the minichromosome maintenance proteins
Gene Summary (MCMs) and DNA polymerase, which is important for early steps of DNA replication in eukaryotes. This
protein has been shown to interact with MCM?7 and DNA polymerase alpha. Studies of the similar gene in
Xenopus suggested that this protein play a pivotal role in the loading of DNA polymerase alpha onto
chromatin. Multiple polyadenlyation sites of this gene are reported.
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AR IR 55 72 NDMEM (high glucose)+10% FBS. 1 £ 55 FR I NG 2 75 55 2% -5 55 20 VW LA B 1] BE 4 B8 V5 e s
W 7 K75 5 3-8 RV (100X) (C0222). [, In N9 E 1 pg/mlffiPuromycin (ST551) A& 441895 75 IVHEK 293 T
) ELARAS A5 295293 T (A JIEE4HH) (C6008):  https://www.beyotime.com/product/C6008.htm .
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PRTEATRI AR 77 it 0 AT DB A ik — 25 05 30 PP o o 4 AR P 3 47 268 81 s 4 110) 25 5 DA RS SR (R AR W 7 D RE A 9
X~ m:
e RE) I i A R (e
100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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